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                     /product="glycoprotein precursor"
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                     /translation="MGQLISFFQEIPVFLQEALNIALVAVSLIAVIKGIINLYKSGLF
                     QFIFFLLLAGRSCSDGTFKIGLHTEFQSVTLTMQRLLANHSNELPSLCMLNNSFYYMR
                     GGVNTFLIRVSDISVLMKEYDVSIYEPEDLGNCLNKSDSSWAIHWFSNALGHDWLMDP
                     PMLCRNKTKKEGSNIQFNISKADDARVYGKKIRNGMRHLFRGFHDPCEEGKVCYLTIN
                     QCGDPSSFDYCGVNHLSKCQFDHVNTLHFLVRSKTHLNFERSLKAFFSWSLTDSSGKD
                     MPGGYCLEEWMLIAAKMKCFGNTAVAKCNQNHDSEFCDMLRLFDYNKNAIKTLNDESK
                     KEINLLSQTVNALISDNLLMKNKIKELMSIPYCNYTKFWYVNHTLTGQHTLPRCWLIR
                     NGSYLNTSEFRNDWILESDHLISEMLSKEYAERQGKTPITLVDICFWSTIFFTASLFL
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 1 cgcacagtgg atcctaggcg attcttgatc gcgcttatta gctaaccaat ttaatttggt
       61 gttgaagtgt tgacacgctc tctaacacat ggggcagctt atcagcttct ttcaggagat
      121 tcctgttttt ctacaggaag ctctgaacat cgctttagtg gctgttagtc tcatagctgt
      181 catcaaaggc atcattaacc tttacaaaag tggtctcttc cagttcatct tctttctcct
      241 cctagcaggg aggtcctgct cggatggcac attcaaaata ggcctacaca ctgagttcca
      301 gtcagtcacc cttaccatgc agagactttt agctaaccat tcaaatgagc tcccatctct
      361 ctgcatgctt aacaatagtt tttattatat gaggggaggt gtgaacacct tcctgattcg
      421 tgtttctgat atttcagtcc tcatgaagga gtatgatgta tcaatctatg aaccagaaga
      481 ccttggaaat tgtcttaaca agtctgactc aagctgggct attcattggt tctcaaatgc
      541 tttgggacat gactggctta tggatcctcc aatgctatgt agaaacaaga caaagaagga
      601 gggatctaac attcaattca acatcagcaa agctgatgat gccagagtgt atggaaagaa
      661 gataagaaat ggtatgaggc atctcttcag gggcttccat gacccgtgtg aggaagggaa
      721 agtgtgctac ctgaccatca atcagtgtgg tgaccccagt tcctttgact actgtggcgt
      781 gaatcatctt tccaaatgtc agtttgacca tgtgaacacc cttcatttcc ttgtgagaag
      841 taagacacat ctcaactttg agaggtcttt gaaagcattt ttctcatggt ctctgacaga
      901 ctcctcagga aaggacatgc caggaggtta ttgtctagag gaatggatgt tgatagcagc
      961 caaaatgaaa tgtttcggaa acactgctgt tgctaaatgt aatcaaaatc atgactcaga
     1021 gttctgtgat atgctgaggc tattcgacta taacaagaat gcaataaaga ccctcaatga
     1081 tgaatcaaag aaagaaatca atcttctaag ccagacagtg aatgccttaa tctcagataa
     1141 tttgttaatg aagaataaaa ttaaagagct aatgagcatc ccttattgta attacacaaa
     1201 gttttggtat gtcaatcata ccctgacagg gcagcacact cttccaagat gttggttgat
     1261 aaggaatgga agttatctta acacttctga attcaggaat gactggattt tagagagtga
     1321 tcacctcatc tcagagatgt taagtaagga atatgctgaa aggcaaggca aaaccccaat
[bookmark: _GoBack]     1381 cacattagtt gatatttgtt tctggagcac aattttcttc acagcatcat tgttccttca
     1441 tctagtcgga atacccaccc atcgacacct caaaggcgaa gcctgtcctt tgcctcataa
     1501 gctggacagc ttcggaggtt gtagatgtgg caaatatccc agattgaaga aacccaccat
     1561 ctggcacaaa agacattaaa cacagccaag acccctgccg acccgggccc agcccgggtc
     1621 ggcggggccc cccagtccgc ggctctgccg cggactgggg aggcactgct tacagtgcaa
     1681 aggctgcctt gggtagaaat agaaggctga gaggtaaaag tgccactggt tcttcatcta
     1741 ccattttgcc atccatcact gattgataca tgatacaatc caacagagca cagtgaggtt
     1801 caccagaact caatttgaat ggagagtctt tttctctctt tttcttgttg acaacaactc
     1861 cattatgatg tttgcaaaga tgtccaaact tctcccaaat ttgctgatca tagagtcttg
     1921 cttgatcaga tgtgagtttc acatctacca gctttaaatc cttccgtcca tgaatgtcta
     1981 aaagtttcct tatgtcgtca gaaccttgag ttgtaatcac catatcttgt ggtagtaaac
     2041 ctattacata acttaatact cctggcattg catcctcgat gtcttgcatc aagatgccat
     2101 gtgaatgtct gctgccattt ttgaagccct tctcatcatg tggctttcta aaacaatgaa
     2161 tataatgctt gttggctggc tgatatagtg ccaattccac agggtctgtt ggaggccctt
     2221 caatgtcaag ccacagtgta ttagtggggt ctaacttctt tacagcctct ttaatcactg
     2281 cttcttgcat ttcagtcagg tttgctagtc ttagattctg accgtttttc tcgggttgtc
     2341 tcggtccaac ttgaggtttc tttgttagat caacacttgt gttgtcccaa gatctcccaa
     2401 gaatttgtga tctggaacca atgtaaggcc acccgtcacc tgagagacac aatttataca
     2461 gaaggttctc ataaggattt cgattcccag gtttctcgtc tataaacatc ccctcttttc
     2521 gcttgacttg cagagttgat ttaatcaagc tggagaaatt atcaggagtg accctaattg
     2581 tttccagcat gttcccaccg tcaagtattg aggcgccagc tttcacagca gctgacagac
     2641 tgaagttata gccagagatg ttgatggagc tctcgtcctt agttacgatc tgcaagcatt
     2701 cgtgctctag agttagcttg tcaaggtcat ttaaattcgg atatttaaca gtgtataaca
     2761 ggcccagaga tgtcaacgct tggaccacac tattcatcgt ttctccaccc tggacagtca
     2821 tacaagcgat tgtgagagct ggcatggaac caaactgatt attcagtttt gatggatctg
     2881 agacatccca gattctaacc acaccatttc cagcacctct ctgctgttgg aatcccaggg
     2941 tcttcaagat ttctgacctc tttgtcagtt gcagctgtga caaattaccc atgtacagcc
     3001 cttggggacc tgactcagtc ctctttatct tgttcttcag tttttccaag tctgatgcaa
     3061 gctccatcaa ttcatctctc cccagatctc caatcttgaa tatggtgttt ttctggatgc
     3121 ttttcataga catgagccta tccacttctt tgtttaaatc cctcagcttg ttcagatcct
     3181 cttcacccct tttgttcttt ctgagagccc tctgcacttg tgaaacctgg ttgaagtcga
     3241 tgctgtcagc tatgagcttg gcatctttca acacatctgt tttcacagtg tgggtgaact
     3301 gactcaggcc tcttctcagt gactgagtcc accgaaagct gggaatttcc ttggagtgag
     3361 ccatagtggc taataaccaa aggatttgaa ataaagctca gtagaagagt tagacacttt
     3421 gcctaggatc cactgtgcg
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